The package includes program for stochastic simulation of NF-kappaB pathway. It is written for MATLAB 7.0. It takes about 1 minute to simulate a single cell over 10-hour time course on an average PC. The package is composed of five subroutines to simulate the pathway:

NFsimulation.m – main program that should be run to start simulations.

NFmodel.m – includes system of 14 ODE’s describing deterministic part of the pathway.

NFparameters.m - includes parameterization for the model as well as the characteristic simulation times and initial conditions.

Statuschange.m – includes subroutine simulating stochastic part of the pathway, i.e. change of gene activity.

Findindex.m – includes subroutine evaluating the period of nuclear NF-kappaB oscillations for each individual cell considered.

In addition, there are two plotting subroutines available:

BasicPlots.m – allows visualization of the most important variables in the system.

PopPlots.m – includes scatter plots for the population of cells as well as visualization of all of the variables in the system on the population level.

If you have any questions please email us: ppaszek@rice.edu or tlipnia@ippt.gov.pl 

